ABSTRACT We present the complete genome sequence of Bradyrhizobium ottawaense strain OO99 T , a nitrogen-fixing bacterium from root nodules of soybean. The genome consists of a single 8.6-Mb chromosome and includes a symbiosis island. Genes involved in symbiotic nitrogen fixation, stress response, resistance to antibiotics, and toxic compounds were detected.
II/IV, and III secretion systems genes and those required for conjugative transfer were also detected.
Further analysis of the OO99 T genome will contribute to the knowledge of economically important symbiotic bacteria and will be useful for evolutionary and taxonomic studies of the genus Bradyrhizobium.
Data availability. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number CP029425. Raw PacBio data have been deposited in the NCBI Sequence Read Archive under the BioProject accession number PRJNA470945.
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